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Transcriptional regulation of a gibberellin biosynthesis gene that regulates
internode elongation in rice
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Plants have diverse environmental response mechanisms in response to various
external environments. Rice have the ability to elongate internodes in response to not only the
onset of reproductive growth caused by such as day length and temperature, but also environmental
changes caused by submergence. The gibberellin synthase gene SD1 (0sGA200x2) has been identified as
a common contributor to internode elongation. In this study, we generated genome-edited lines with
various deletions in the untranslated region of the SD1 gene to elucidate the regulatory mechanism
of the SD1 gene expression. Through phenotypic analysis of these lines, we succeeded in obtaining
the candidate region involved in the regulation of internode elongation through the expression of
the SD1 gene.
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