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Phylogenetic analysis of basal land plants based on developmental genes of
antheridium and archegonium
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To compare the developmental genes for antheridium and archegonium in all
basal groups of land plants, we observed their developmental process in detail in hornworts and then
performed a comprehensive search for gene expression. Recently, hornworts have been shown to be a

basal group of bryophytes, and a model strain has been established. We found the developmental
process of the antheridium chamber which overturned the textbook®s description and found
similarities in the early developmental process of both gametangia.About half of the genes
specifically expressed in the archegonium meristem of hornworts had no ortholog in liverwort,
Physcomitrium patens, and Arabidopsis thaliana. We obtained candidate genes commonly expressed in
the reproductive organs of all three bryophyte groups, one of which was unique to bryophytes.
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