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The study of migration of amphibians during formation of Japan islands
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The Japanese wrinkled frog Glandirana rugosa is separated into five
genetically different groups. One group in western Japan is further divided into three subgroups,
found in Kyushu, Shikoku, and western Honshu. We collected G. rugosa frogs at 195 sites in Japan and

determined nucleotide sequences of the mitochondrial 12S and 16S rRNA genes for phylogenetic
analysis. We found five local groups of frogs. In addition, we found another group in southeastern
Kyushu that did not cluster with any of the pre-existing five groups of G. rugosa on the
phylogenetic trees. The frogs in the new group and G. rugosa in Kyushu were designated a new
species, named G. nakamurai. When a time-laps phylogenetic tree was constructed based on nucleotide
sequences of mitochondrial 12S and 16S rRNA genes of G. rugosa, it showed a new migratory route of
this frog during formation of Japan islands. The result would contribute to understand geographical
changes during formation of Japan islands.
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