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In the present study, to clarify the role of JunB in the process of
nerve-blood vessel parallelism, we aimed to identify molecules involved in intercellular signaling
by direct nuro-vascular cell attachment and interaction using JunB activation as an indicator to
elucidate the mechanism of nerve-vessel parallelism. We generated human vascular endothelial cells
with a JunB promoter-reporter and used a gene activation library based on CRISPR-dCas9 for
genome-wide screening the molecules that iIncrease the activity of the JunB reporter in response to
nerve-vessel contact signals. The results shows that several transcription factors and intracellular

signaling molecules were identified in the JunB-induced angiogenesis pathways.
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