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Studies on mitochondrial long noncoding RNA
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Mitochondrial were purified from hepatocytes of normal C57BL/6 mice and
their metabolic disease models (C57BL/6-0b, C57BL/6-db, C57BL/6-NASH), and ncRNA present in the
fractions was comprehensively analyzed by RNA-seq method, and the results were registered in the GEO

database. The breakdown of RNA was 92.5% for mRNA (including fragments) and 3.2% for IncRNA. There
were 330 unidentified RNAs. Preliminary results obtained by the Fish method showed the presence of
malatl and IncRNA in the nucleus and mitochondrial matrix were. Human HEK293 cells were also used to
identify IncRNAs contained in the respiratory chain Il complex and beta-oxidation complex.
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IncRNA

Gene ID NTMM (nci)rbmal|ze'cill/£\e,\sa|le| countgIb Gene symbol
ENSMUSG00000097171 1.88 5.75 2.78 1.97 AC136316.1
ENSMUSG00000085438 4.56 4.83 4.61 4.63 1700020114Rik
ENSMUSG00000097312 1.77 3.47 5.55 2.47 AC131780.3
ENSMUSG00000034764 3.14 0 2.93 0.77 1700006J14Rik
ENSMUSG00000056579 2.15 3.01 2.61 2.77 Tugl
ENSMUSG00000097121 1.56 2.38 0 1.39 AC131759.1
ENSMUSG00000021268 4.88 3.28 2.93 3.68 Meg3
ENSMUSG00000075511 2.88 1.33 2.19 2.58 1700001L05Rik
ENSMUSG00000092341 6.79 11.86 6.86 7.79 Malatl
ENSMUSG00000092274 3.37 11.99 2.92 6.54 Neatl
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ENSMUSG00000086951 ENSMUSG00000087380
ENSMUSG00000063109 ENSMUSG00000073155
ENSMUSG00000021268 ENSMUSG00000097042
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Gene ID Gene symbol
ENSG00000273420 CTD-2540B15.13
ENSG00000270132 WISP1-UT1
ENSG00000254887 CTC-378H22.1
ENSG00000235513 RP4-756G23.5
ENSG00000246640 RP11-1094H24.4
ENSG00000227060 LINC00629
ENSG00000267421 AC005498.3
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