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Identification of functional variant associated with human common diseases iIn
9p21 using zebrafish
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From the sin?le nucleotide polymorphisms (SNPs) associated with glaucoma,
those in the human 9p21 region were listed, and 38 candidate enhancer regions were identified,

including 43 candidate SNPs. These were cloned into the upstream of the GFP gene, and 38 reporter
constructs were generated. These reporter constructs were microinjected into zebrafish eggs at the

one-cell stage, and the enhancer activity of the candidate regions was analyzed in vivo. As a
result, 17 regions were able to induce GFP expression in the eye.
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In vivo enhancer analysis with zebrafish
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