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To establish a new vaccine-based UPEC treatment, it is essential to collect
detailed data on the virulence factors of UPEC and fully understand the functions of virulence
factors such as USP.

This study investigated the antibacterial activity and cytotoxicity of USP and clarified that this
molecule exhibits cytotoxicity different from the similar molecules reported previously. Also,
sequence analysis was performed using UPEC strains with different drug susceptibility levels to
collect primary genetic data of UPEC. This analysis identified genes that mutate as drug resistance
increased and found multiple genes that are expected to play an essential role in acquiring
levofloxacin resistance.
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