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Expression control of virulence factor in Vibrio parahaemolyticus by linking
stress response to iron and carbon source restrictions
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Pathogenic bacteria are subjected to several environmental stresses in the
host. Therefore, to understand the pathogenicity of bacteria, it is necessary to elucidate the
control of virulence factor expression as well as the understanding of the response mechanism to
multiple stresses. In this study, | analyzed the response factors of Vibrio parahaemolyticus to
iron- and carbon-restricted stress and the expression control of virulence factors by them. As a
result of this study, it was found in V. parahaemolyticus that CRP and DksA, which are carbon source

metabolism regulators, and Fur, which is an iron metabolism regulator, regulate the expression of
the iron acquisition system and also regulate the expression of two type 3 secretion systems in a
coordinated manner. The results obtained in this study may contribute to a further understanding of
the regulatory mechanism in the expression of pathogenicity of this bacterium.
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