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Search for genes that contribute to hybrid formation between niche cells and
cancer cells and to the acquisition of cancer diversity

TAJIMA, Youichi
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It has been reported that mesenchymal stem cells fuse with cancer cells in
tumor tissues. We found that the co-culture of mesenchymal stem cells and bladder cancer cells
resulted in cell fusion and increased expression of PD-L1, an immune checkpoint molecule. To
investigate the function of PD-L1 in fusion cells, they disrupted the PD-L1 gene and examined the
tumorigenicity of xenografts. Thus, we found that induction of PD-L1 expression by DNA damage in
fusion cells helps them to evade immune cell attack. We are now investigating the mechanism in
detail.
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