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Aberrant DNA methylation analysis and development of highly specific risk
markers in HTLV-1-related diseases
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Adult T-cell leukemia/lymphoma (ATL) is a highly refractory disease caused
by HTLV-1 infection. In this study, we obtained new insights into the pathogenesis of carrier-to-ATL
by analyzing DNA methylation abnormalities in peripheral blood samples from HTLV-1 carriers and ATL
patients using the MSP method.

The results of this study indicate that accumulation of DNA methylation abnormalities triggers the
development of ATL and that increased DNA methylation abnormalities are associated with progression
of the disease stage. This suggests that DNA methylation abnormalities have high clinicopathological

significance and may be a predictive marker of disease onset and a target for targeted therapy.
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