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Is EBV found in cancer tissues involved in the formation of unknown cancer
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i The prognosis of EBV-associated gastric cancer (EBVaGC) is still
controversial.

In the TCGA-gastric cancer project, EBV molecular subtypes were combined with multiple
next-generation sequencing (NGS) methods, but questions remain about the consistency of EBV
positivity rates detected by different approaches. Therefore, we reanalyzed a public RNA sequencing
dataset containing 375 tumor and 32 normal samples to define a reliable threshold for EBV reads. The
prognostic impact of EBV on pathological subtypes was also analyzed. EBV-positive cases identified
by the reanalysis were independent of infiltrating lymphocyte signatures and accounted for almost
half of all cases, with longer overall survival in adenocarcinoma, NOS, and longer overall survival
in tubular Adenocarcinoma and NOS, and shorter in Tubular adenocarcinoma.
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