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To identify potential genetic factors contributin? to the development of
non-24-hour sleep-wake disorder (N24SWD), a subtype of circadian rhythm sleep-wake disorder,
targeted sequencing of 76 genes was performed using next-generation sequencing in 17 sighted
Japanese individuals with N24SWD. Sanger sequencing of the CLOCK and NR1D2 coding regions was then
performed in a total of 64 sighted Japanese individuals with N24SWD, including the 17 N24SWD
individuals. One novel and four known CLOCK variants and one novel and eight known NR1D2 variants
were identified in our study population of 64 N24SWD individuals. In addition, the novel PER1
variant was found in the N24SWD individual carrying the novel NR1D2 variant.
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