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Investigation of molecular mechanism by which PBK contributes to tumorigenesis
in myeloma cells
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Multiple myeloma (MM) is a complex plasma cell neoplasm, accounting for
approximately 10% of all hematological malignancies. Novel molecular-targeted therapy based on their
genomic abnormalities in the patients with MM is really wanted to improve their clinical outcome.

In this study, we identified that interleukin-6 readily increases PBK expression. Kaplan-Meier
analysis showed that the MM patients with higher expression of PBK have a significant shorter
survival time compared with those with moderate/lower expression of PBK. Knockout of PBK
dramatical ly suppressed in vivo tumor growth in MM cells. Mechanistically, loss of PBK increased the
number of apoptotic cells with concomitant decrease in the phosphorylation level of Stat3. A novel
PBK inhibitor 0TS514 significantly decreased KMS-11-derived tumor growth. These findings highlight
the novel oncogenic role of PBK in tumor growth of myeloma, and it might be a novel therapeutic
target for the treatment of patients with MM.
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