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Amniotic fluid derived mesenchymal stem cells and exosomes in fetal function
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In this study, mRNAs and microRNAs that significantly change in the amniotic
fluid at 16 and 38 weeks" gestation were detected. These may be new molecular markers for
evaluating fetal maturity. Target Scan Human search for the relationship between the extracted
microRNAs and mRNAs revealed that 432-5p targeted the MAL gene expressed in esophagus, kidney, and
brain, and 193-5p targeted three mRNAs expressed in lung and gastrointestinal tract. mRNAs such as
surfactant proteins B and C had significantly elevated influxes in amniotic fluid at 38 weeks
gestation. These may be new molecular markers for assessing fetal maturity.
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