©
2018 2020

Molecular evolution of hemolysins involved in oral streptococcal pathogenicity
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Analysis on the gene distribution of hemolysin (HL) and its related
molecules in four groups of oral streptococci revealed that streptolysin S-related toxin (SLS) and
cholesterol-dependent cytolysin family (CDC) were distributed in only anginosus group streptococci
(AGS) and in two groups of AGS and mitis group streptococci (MGS), respectively. It was also
revealed that CDC particularly showed significant structural diversity in MGS and evolved into
hybrid molecules, such as ExD-CDC showing both hemolytic activity and facilitating activity of
adhesion between host cells and a cell-adhesion factor with lipase activity, mitilectin (MLC).
Furthermore, the coexistence of MLC and CDC including ExD-CDC was frequently found in MGS species.
Therefore, it was suggested that these evolved HL molecules collaboratively increase the
pathgenicity of MGS strains possessing both MLC and CDC such as ExD-CDC.
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