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Sugar utilization strategy of bifidobacteria that supports the symbiosis with
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Bifidobacteria are predominant in the guts of breastfed infants, which is
mainly attributed to the ability of bifidobacteria to utilize oligosaccharides contained in breast
milk (human milk oligosaccharides; HMOs). However, the molecular mechanisms of the HMO uptake remain

unclear. Our study identified new HMO transporters from bifidobacteria, which expanded our
understanding of the symbiotic mechanism between bifidobacteria and infants mediated by HMOs.
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