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How hydrangea create two types of flowers?
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Aiming to elucidate the control mechanism of the morphology of decorative
flowers and non-decorative flowers of hydrangea, we focused on the hortensia/lace-cap phenotype of
hydrangea, which has different arrangement patterns of decorative and non-decorative flowers. We
performing whole-genome de novo sequencing, expression comparison by RNA sequencing, and mutation
detection by whole-genome resequencing to elucidate the causative gene. Finally, a candidate
causative gene was found on chromosome 4. Because all hortensia cultivars possessed only
functionally deficient allele, it was considered to be promising as the causative gene.
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Genome sequence of Hydrangea macrophylla and its application in analysis of the double flower 2020
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DNA marker development for two different loci linked to double flower phenotype of Hydrangea macrophylla
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