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voleculgr backgrounds for the seawater adaptation in euryhaline medaka (Oryzias
atipes).
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Medaka is an ideal model to study seawater adaptation of teleost fishes. In
this study, the following four experimental groups were prepared: Groupl, reared in seawater;
Group2, transferred back to freshwater; Group3 and Group4, freshwater group control for Groupl and
Group2, respectively (reared at the same condition except for salinity). The gills of each group
were then analyzed by RNA-seq and ATAC-seq. At the transcriptome level, the expression profiles of
Groupl and Group2 were clearly different, while the profile of Group3 strongly resembled that of
Group4. Meanwhile, ATAC-seq analysis showed that the profile of the differentially accessible (DA)
peaks in seawater-experienced Group2 is likely intermediate states between those of Groupl and
Group3. These findings suggest that the seawater experience in medaka may be memorized at the
chromatin level but not at the transcriptome level.
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