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The detection of gastric cancer cell of origin by genetic analysis of chronic
gastritis mucosa
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Gastric cancer develops in chronic gastritis mucosa related with
Helicobacter pylori infection. To explore the susceptibility of gastric glands to cancer
development, we investigated genetic alterations in pure gastric glands. Whole-exome sequencing of
single gastric glands revealed significantly higher accumulation of somatic mutations in intestinal
metaplasia glands compared with non-intestinal metaplasia glands. The numbers of somatic mutations
in intestinal metaplasia glands were similar to those in intramucosal gastric carcinoma. In
addition, clustered glands with intestinal metaplasia had various copy number aberrations whose
patterns were similar to those of intramucosal gastric carcinoma. These findings suggest that, in
the gastric mucosa inflamed with H. pylori infection, intestinal metaplasia glands expand via
acquisition of copy number aberrations, contributing to field cancerization.
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