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Methylation analyses related to CDDP-resistant hepatoblastoma
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Aberrant DNA methylation is a major regulatory mechanism in carcinogenesis,
progression and malignant transformation of hepatoblastoma. This is also assumed to be involved in
cisplatin (CDDP) resistance with poor prognosis, and this study analyzed epigenomic aberrations
involved in CDDP resistance in hepatoblastoma in order to establish molecular markers and new
therapeutic targets. Based on the results of methylation bead array and microarray analyses, CSF3R
was selected as one of the key genes associated with CDDP resistance. We analyzed the CSF3R
methylation rate using bisulfite pyrosequencing in 38 preoperative CDDP-sensitive tumors, and the
hypermethylation group showed a significantly higher recurrence rate than the low methylation group.
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