2018 2019

glioblastoma FMNL1

New invasion and migration mechanisms associated with FMNL1 in glioblastoma

HIGA, Nayuta

3,200,000

217 TCGA FMNL1 GSEA
FMNL1 FMNL1
mDial GM130
mDial GM130 FMNL1
MMP9 FMNL1

FMNL1

FMNL1

This study was conducted to elucidate the FMNL1 function in the acquisition
of malignant features of GBM. Our study showed FMNL1 was an independent predictor of poor prognosis
in a cohort of 217 glioblastoma multiforme cases (P < 0.001). Furthermore, FMNL1 expression was
significantly higher in the mesenchymal subtype. FMNL1 upregulation and downregulation were
associated with mesenchymal and proneural markers in the GSEA, respectively. These data highlight
the important role of FMNL1 in neural-to-mesenchymal transition. Contrarily, FMNL1 downregulation
suppressed glioblastoma multiforme cell migration and invasion via DIAPHL and GOLGA2, respectively.
FMNL1 downregulation also suppressed actin fibers assembly, induced morphological changes, and
diminished filamentous actin. FMNL1 is a promising therapeutic target and a useful biomarker for GBM

progression.
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