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Association analysis and risk assessment of genes for recurrent pregnancy loss
caused by fetal chromosomal anueploidy
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Ageing increases chromosome anueploid¥ with longer arrest periods, with
chromosome partitioning errors of less than 1% in somatic cell division occurring in 10-30% of
oocytes. A genetic polymorphism analysis was performed for meiosis-specific genes, but no
significant SNPs were found and a comprehensive analysis was performed. A total of 660,000 SNPs were
typed in 192 patients with fetal chromosome aneuploidy. A X -square test was performed with 1157
Japanese references and the SNV with the most significant association, rs7908491 (P=1.06E-06, OR=1.
72), was reported as a splicing QTL for the MEIGL gene, a meiosis-related factor and most likely
associated with chromosome aneuploidy. It was considered to be most likely associated with
chromosome aneuploidy.
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Polo-like kinase 4, PLK4, and Stromal antigen 3, STAG3, are not associated with recurrent pregnancy loss caused by embryonic
aneuploidy.
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