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To rapidly and simply detect Campylobacter jejuni serogroup O (HS:19) with
a high risk of inducing Guillain-Barre syndrome (GBS), we newly generated a monoclonal antibody
(designated CampyGBS-Mab13) against this bacterium and developed a sandwich enzyme-linked
immunosorbent assay using the monoclonal antibody as a capture and labeling antibody. The assay
could detect not only Campylobacter jejuni serogroup O (HS:19) but also C. jejuni strains,
considered to have a high risk of inducing GBS, of B, I, and R serogroups carrying the genes (cgtA,

cgtB, and cst-11) required for ganglioside-like LOS synthesis.
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