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RNA-seq

Platform for light-inducible, biochemical labeling of ribosomes in living single
cells for the novel single-cell analytics based on seamlessly connected live
cell imaging and transcriptomics
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We tried to develop a technical element that would contribute the
development of new methodologies that enable gene expression analysis for any cells identified by
fluorescence live cell imaging while circumventing the need for a cell detachment process. In
particular, we tried to develop a light-activated biotinyltransferase that can be activated by light

illumination and chemically modify intracellular protein by biotinylation only in cells
illuminated. We noticed that tested candidate molecules showed high background of biotinylation
before light illumination. To lower the background, we designed other candidate molecules based on
different working principles and constructed expression plasmids for the designed molecules. Further
characterization and optimization of the candidate molecules will be performed in future.
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