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Toward the understanding of land plant evolution, through the analyses of
zygnematophycean algae
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In this study, we focused on two streptophyte algae, Spiro?yra parvula
(filamentous) and the Closterium peracerosum-strigosum-littorale complex (unicellular) to reveal the
factors for the land plant evolution. For this purpose, we tried to obtain whole genome sequences
of these organisms and establish techniques for reverse genetics on Spirogyra parvula. We also tried
to discover genes encoding a transcription factor acting for maintaining the multicellular body and

differentiation of specific functions.
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