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In the present study, we constructed a single-cell RNA sequence library from
developing mouse tooth germ. We performed the rebuild the data on computer-based organ mapping, and
performed individual gene expression profiling of dental epithelial cells. As a result, we

succeeded in categorizing a variety of dental epithelial cells, and focus on the expression of gap

junction protein connexin 43 (Cx43). We found that microRNA-1 (miR-1) is involved in Cx43 protein
expression, and miR-1 inhibits Cx43 translation during tooth development and negatively regulates

the proliferation of dental epithelial cells. Furthermore, the negative regulation in cell
proliferation was associated to ATP release by the formation of hemi-channel Cx43 in differentiating
dental epithelial cells with the modification of the cellular localization of Cx43.
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