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Transitions of human populations in the region around Lake Baikal: Inference
from ancient genomes

Kimura, Ryosuke
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The region around Lake Baikal in Siberia is an important area to understand
the formation of Northeast Asian human populations. In this study, we applied next-generation
sequencing to ancient bone and tooth specimens that were excavated from archaeological sites dated
from Neolrthic to Medieval periods in the Republic of Buryatia. As results, we found that Early
Neolithic individuals in Buryatia had a similar genetic background with individuals of the same
periods in the Cis-Baikal region. From the Late Neolithic to Iron Age, Buryatia individuals
overlapped with the Early Neolithic individuals while Cis-Baikal individuals genetically shifted
toward Western Eurasians. In addition, individuals of the Medieval period had a variety of origins:
One was suggested to have originated from East Asia but another from Central Asia. The present study

contributes to reveal the history of the peopling of Buryatia.
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Fig 1. Geographic location of sites Fig 2. Crania of sampled individuals
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Table 1. Preliminary analysis for the next-generation sequencing of ancient DNA.

# Sampled # DNA it Library # Mapping rate Radiocarbon age™ Period
individuals | obtained | sequenced |>1/>10 [ >25 / >60% Calibrated 2o e

Fofonovo 7/2/1f0 6060-5884 cal BC (95.4%) Meolithic
Movii Zagan 2 1 1 1/1/1/1 5078-4942 cal BC (85.4%) MNealithic
Budun (Cis-Baikal) 4 2 3 3f2/2/0 3460-3376 cal BC (55.2%) Neolithic
Bukhusan 2 2 2 2/1/1/0 2203-2012 cal BC (91.8%) Early Bronze
399-357 cal BC (78.9%) Early Iron
i 2 9 E 5/4/2/0 769-887 cal AD (95.4%)  Early Medieval
Kharga-Il 1 1 1 1f/1f1/0 406-359 cal BC (93.6%) Early Iron
Kharga-ll 1 1 0
Nizhniivolginsky 1 0
Kalyonovo 3 3/2/1/1 1166-1256 cal AD (95.4%) Late Medieval

1262-1286 cal AD (95.4%) Late Medieval

B S I 7777 — —

*Radiocarbon dating was performed for one or two specimens from each site that showed a relatively high mapping rate.
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