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e RO EE (3T) : The scaffolding molecule PSD-95 at excitatory synapse is composed
of three PDZ domains and SH-GK domain. We examined the roles of PDZ1 and PDZ2 binding
by using mice that carry mutated PDZ1 and PDZ2. The results suggest that the PDZ binding
stabilizes PSD-95 localized at synapses, which allows normal regulation of synaptic
transmission via the direct binding of NMDAR and PSD-95.
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