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T+ 52 & T, EGF 2R/ THOY 7 F AR ER 2RSS 2 2 AL L,
INETLA4FEDOZ /7' E, Ymer ¥ /37 E, CFBP % X7 &, CLPABP % )V &,
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TR OBEEE (330) : Four novel proteins identified by the phosphoproteomic analysis of
the EGF receptor mediated signaling pathways were studied for their physiological
functions. The proteins include Ymer protein, CFBP, CLPABP (Caldiolipine and
Phosphatidic Acid Binding Protein) and GAREM (Grb2-associated and regulator of

Erk/MAPK). The posttranslational modifications such as phosphorylation and
ubiquitination were analyzed for their regulatory roles in the EGF receptor signaling.
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FKooH HIRWTH D, RFEIZBWTIL,
REEE LD 7 N — 12BN CHREETHO
EGF ZRIKTHE v 7 BEO KRBT a7
F 27 AT ORREEEN L, FRICAEE
NI OFR 2 o RIHBEEEFNL DA
FEREfRAT & U VER(L » B F Akl EOF
SRBIERI O 2 S SICHE LED 5 Z & T,
EGF Z /IR T Y 7 MEiER 2 KR - 1
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% (Konishi et al. J. Biol. Chem. 2006) (X
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family binding protein) & 4 117 ifi# (% Cbl
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gD &z, ENOERAWEL AT I v
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MOXy hU—7 W BN T2 &
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L AR HETH D, 14 FIEEOF I A
VORI KRB0 50 OBER X LRI T
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A NI BEOOEHSDTHS PH RAA
CER T AICEOX R IEICE L TE
DR REfRIT 21T > 7=, 2D 250D PH K
AANIINTF IV ERAT 7 F T
Bl FF S ICHRE & 52 2 & v 5 CLPABP
( Cardiolipin and phosphatidic
acid-binding protein) &4 ffiF7=, CLPABP
DPH RAA %, MOBEEID PH KA A 1T
EELTAHNY A B up ST AR IEE
EAMERL, INETHMHENTND X N
7 Tl Cool/PIX & 1 /327 /D F I HELL
LCW5b, @wEmERGIZEID, ZoF N
JBEIZI v R U 7 OFREAHTIZ RNA 25
TofERIE LCIFIET D2 R LZ, £72
305 FH & 456 ZHDOF o N U UERLER
MNTHHZEEHALNT L, EHIT, hE
WX 0 B L -l e R 2 E Bkl
KON 52 & T, MEERMITZIT O,
F-BEIFRH, siRNA 12Xk D/ w7 H e
FlZ kY CLPABP o 4 FREERE 2 fEMT L 7=
(Sano fi., BBA Mol.Cell.Res.(2008)) ).
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AT OB L 7 E )N EGF Z /K
A LEDY TN Elnx2 b ETEHRER
BBz RieF Grb2 X U RIBIHEAGTHZ
EERAM L, Zo% N E % GAREM
( Grb2-associated and regulator of
Erk/MAPK) &4afFi 7z, 8756 77X /XK V7
% GAREM 1353 FH RAHEIZAFET 27 Y v
U » FHEIgAE U T 6rb2 LREAT DT
<, FDH LN KRBNAHET D Tyrdb3 @
U U b iz & 7F L C Shp2 (SH2-domain
containing protein tyrosine phosphatase
2) LbLfEAT D, F£7o. GAREM (X Grb2 % i@
U T EGF 2B IRITH BT D0 S BT Erk/MAPK
R OIEMHLICEED D Z EEHLNIC LT
(Tsahiro ffi, J.Biol. Chem. (2009)),
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(LG8 PR Z ST, FlZ X Ymer ¥
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T2 BLY VERALHUKIZ Z R 7 B RIROFUR
LT 5 Z & T, EGF SZARAIIC AR,
U UL 2 R BN O JRIEE T 2
EEH BN LT,

2. Ymer # L /NJED Tyrlds @V U fp{l
BRI AEALEREBTY U bBURIC &
DoafEYeta, FEHIL (Z£) & EGF JlE L 7=/
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EGF ZRAETHDO Y VBt 7T aT 43I 7 2
\ZAT LT, ERK/MAP ) —VBREOELE ¥
VXY E OREFEIIRNT ATV, X7 LARY
NS L 7= RS 2N ERK (2 L B U Rl
WWEoSifianhTwnwasZ a2 RAELE
(Kosako ftti . Nature Struc. Mol. Biol.
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— Y\ & DI A 2 L7- (Ban fth,
J.Biol.Chem. (2009)), &M, a7 4=
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RTARY O EINED 7 v T - — AN
ATV, ZNO OB Y X0 B2 a )
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2B D T E ST EIEE LT (Harada
fti. Science (2008) ; Yamada ftti. J. Biol. Chem.
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