#R= C-19
HEREMHBIEHRRRBESE

VR 22 4 4 23 HEBUE

MZEiER  ABHE (B)

MEHR : 2007~20009

EEXE 19390044

MEFESL (IXN) EVHEEEECFOZEICRHOAIREA DI LOSHEMEE £ MEE
fREBA~N D ER

IR EL (FEX) Alternative mechanisms of gene regulation for pharmacokinetics
related genes

MERERE

H0A &£ (HIGUCHI SHUN)

NMKE - KEREZHRERR - Hi%
MEEES: 40218699

R OBEE (Fn=0) -

BLEFERINRDD A=A E LT, RFFETIE 1. BB FOEDETITH D a—F R —,
2. B FREAZHIET S Z L NITERE SN TWAHEREM/ MY FRNATH S~ A 7 1 RNA,
.HHRIC L VBB TREBNELD Y ) DA T v NMIOWTIRN 21T o 7-, FDFE%. 1.
FEIIZ BN T — ORI N T a ' —F o N — (3 RKT 5 2 & 2. HUEHl 5-FU o EEESS
ThAYVE Rt Y I VT RalfF—PoflEllcERo~A 7 a RNABES5T 5L, 3.
BB TFF o N T AR—=F—DENZET ) DA T IREE L TNWDLZERHL N
VALY

WFFERCR OB (930) -

In this study, we focused on copy number variation, microRNA and genome imprinting.
Copy number was increased in human tumor tissues compared to normal counter parts.
Dihydropyrimidine dehydrogenase was repressed by some miRNAs. Inter-individual
difference in human organic cation transporter was responsible for loss of imprinting.
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Fig. 1

Relative copy number of PK/PD related
genes of anticancer drugs in NSCLC
patients.

Relative copy number of target gene refers
to the ratio of the quantity of target gene
to that of RNase P gene on the relative
standard curve method (Pfaffl method).
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Fig. 2

Relative mRNA expression level of PK/PD
related genes of anticancer drugs in NSCLC
patients. Relative mRNA expression level
of target gene refers to the ratio of the
quantity of target gene to that of GAPDH
gene on the relative standard curve method
(Pfaffl method).
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Table 1. Allelic expression of OCTs genes
Allele expression

Tissue  Transporter

MAE BAE
OCT1 6 9
Japanese
0OCT2
Placenta 4 8
0oCT3 0 74
MAE, Mono—allelic  expression; BAE,

Bi—allelic expression.
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