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Analysis of the novel promoter sequences recognized by the
group 3 sigma factor in cyanobacteria
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INES EICEEE PCCO803 IZBIT DV I/~ RO e —X —likie & M LT,

MR OBEEL (F3C) @ This project focused on SigF belonging to the type 3 sigma factor for RNA
polymerase of the cyanobacterium Synechocystis sp. strain PCC6803 as a model photosynthesizing
organism and promoter-recognition ability of SigF was verified. The results revealed a novel and
common core promoter-sequence with TAGGC (-32 region) and GGTAA (-12 region) as important for
transcription. We discuss a model case of stringent promoter recognition by SigF and promoter types of
PCC6803 genes are also summarized.
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