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MRS OBEEE (330) : A novel enzyme, beta-L-arabinopyranosidase, that liberates arabinose from
thickening agent arabinogalactan was isolated from Streptomyces avermitilis, and the three dimentional
structure was resolved. The enzyme belongs to the glycoside hydrolase family as same as
alpha-D-galactosidases. One aspartic acid in the catalytic pocket of alpha-D-galactosidase changed to
glutamic acid in that of beta-L-arabinopyranosidase, and the residue modulates the enzyme activity.
Addifionally, it has an arabinopyranose-binding module.
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The enzyme was incubated at 37 °C up to 15 min in a mixture containing 0.3-5 mM subsirate

and Mellvaine buffer (pH 4.0).
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