#&=X C-19
HEMREMHBIEHRRRBREE

Rk 22 4F 3 A 31 HELE

HIEiER  EBRHE (C)
FHZSHAR : 2007 &£ ~ 2009 &£F
EREES 0 19591493
MERREESL (F130)
EEEEICRITIREREHEZEBME LZFH L ULWADFENREREZDRR
MERFEESL (EX)
Novel therapeutic target for regulation of inflammation in tumor microenvironment
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Expression of IL-17, IL-21 and IL-23 mRNA was found to be significantly up-regulated
in tumor tissues compared with adjacent normal tissues. The expression level of IL-17
mRNA correlated with that of IL-21 and IL-23 mRNA in tumor tissue. The expression level
of IL-17 mRNA in gastric tumors was associated with the depth of the tumors, suggesting
that IL-17 obviously was related to tumor progression.
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