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phox (p22-PHOX, (C242T) . eNOS(G894T) .
eNOS (T-786C) paraoxonase (PONT1,
Argl192Gln, Leub4Met) quinoid
dihydropteridine (QDPR,
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ABCBl gene  (n=30) (n=121) ABCBl gene  (n=30) (n=121)
T 2(7) 28(3) T 200 28(23)
TC 15(50) S4(45) TC+CC 28(93) 93(77)
CC 13(43) 3932
ApoB gene 0=33)  (@=122) ApoB gene (0=33) (0=122)

cC 21(82) 115 (%) cC 21(81) 115(%4)
CT 6(18) 6(5) CT+IT 6(18) 7(6)
T 0(0) 1(1)

CBP gene (n=34) (n=123) CBP gene (n=34) (0=123)
GG 23(68)  105(85) GG 23(68) 105(85)
AG 11(32) 18(15) AG 11(32) 18(15)
AA 0(0) 0(0)
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Pairs of risk factors were analyzed with adustment for
the third isk factor (ApoB gene)
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