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Methylation status of p16 promoter
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B12WR1: Posterior area of the tongue of 4NQO treated rats after 12 weeks
B20WR1: Posterior area of the tongue of 4NQO treated rats after 20 weeks
F12WR1-: Front area of the tongue of 4NQO treated rats after 12 weeks
F20WR1-: Front area of the tongue of 4NQQ treated rats after 20 weeks
F12WR2-1:control (non-treated)

SCC1-3:0SCC from previous study

DPS: Dysplasia from previous study
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