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Z2 R R OMEEE (33L) : CDK/cyclin regulates the progression of the eukaryotic cell cycle.
To understand the function of CDK/cyclin, I investigated the regulation of DNA replication,
which is regulated by CDK/cyclin activity. I found that an ubiquitin ligase, SCFDia2
localized at replication fork and regulates its progression, and that Cul8, which is also
an ubiquitin ligase, forms varieties of protein complex and participates in the regulation
of genome stability.
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