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Mar.1995,p.1140-1109 ) Sequence
Working 16SrRNA

Universal Primer ( Curr Microbiol. 2000
Sep ; 41 (3) : 161-6 )
GENETIX

4)
Hh HHGI1
Hh HHGI1
(V.cholerae,
Yersinia pestis)

ORF13 (H0243
H0252,H0260, H0268,H0275)
Primer Hh
Hb, HE
(Hr, Hm, He, Hcho)
PCR
1)-1 Hh
2007 1 12 ICLAS
Hh
16SrRNA PCR
direct Sequence Hh
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Tablel. Helicobacter

444
Hspp. PCR 58
Hh PCR 21
Hh 4
Hspp( ) 47
2) Luminex
ltube 3
sample DNAL
100
Sample DNA Hh Hh
Table 2.16SrRNA Luminex
Sample
DNA Hh Hb Hspp
Hh 100 113 179
Hb 100 114 134
Hm 110 100 176
Hp 100 121 178
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Table 2. gyrB Helicobacter

ayrB Hh Hb Ht Hr Hm Hcina Hcho
Hh

Hb 71.3%

Ht 81.5% 70.7%

Hr 72.1% 67.9% | 73.8%

Hm 68.4% 75.0% | 69.3% 67.2%

Hcina 78.5% 729% | 79.2% 73.1% 69.5%

Hcho 77.4% 71.6% | 76.3% 73.4% 72.2% 76.1%

Table 3. gyrB Helicobacter
:SSNA Hh Hb Ht Hr Hm Hcina Hcho
Hh
Hb 97.3%
Ht 97.1% | 97.3%
Hr 95.7% [ 97.0% | 95.2%
Hm 96.8% | 96.4% | 98.2% | 95.1%
Hcina 96.8% [ 98.0% | 97.0% | 96.0% [ 95.6%
Hcho 95.7% | 96.4% | 95.7% | 96.1% [ 95.8% | 95.8%
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