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Regarding the cell cycle-dependent genome editing method that enhances the
accuracy and safety of genome editing technology, we succeeded in observing the interaction timing
of anti-CRISPR and Cas9 in cells using transcriptional activation by dCas9-VPR. The results also
showed that accurate genome editing can be performed on multiple target genes, and that a wide range

of applications can be expected. We also examined the use of Geminin, which shows different
expression timing from Cdtl, and the usefulness of Cdtl was once again confirmed. But we also
obtained suggestions on how to use Geminin in future applications. We also examined the in vivo
application of cell cycle-dependent genome editing by incorporating SaCas9, which can be carried by
adeno-associated viruses.
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