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Mechanisms of protein sorting by glycolipid remodeling
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In yeast used extensively as a model organism, newly synthesized
glycosylphosphatidylinositol (GPl)-anchored proteins in the endoplasmic reticulum (ER) have been
shown to be transported to the Golgi apparatus in a sphingolipid-dependent manner. In addition,
modification (remodeling) of the GPI lipid and glycan moieties is required for the efficient
ER-to-Golgi transport of GPl-anchored proteins. However, the role of remodeling in the sorting of
GPI-anchored proteins and its biological significance remain largely unknown. Here, we found that
ceramide remodeling plays an important role in the sorting of GPl-anchored proteins in the ER and is

involved in the formation and maintenance of organelles.
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