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Genetic control of long term storage in melons

Ushijima, Koichiro
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The melon is a juic% and popular fruit. Melons are climacteric fruits and
their ripening is controlled by ethylene. This causes rapid ripening and poor shelf-life. This study
was conducted to identify mutations in Honeydew and B2, melon varieties with good shelf-life.
Segregated populations were created and genetic and GWAS analyses were conducted. Multiple loci were
suggested to be involved for the defect in flesh softening trait in B2, but the loci could not be
identified. For the defective ethylene synthesis trait in Honeydew, a single locus was predicted to
be responsible, and GWAS analysis suggested the presence of the responsible gene on chromosome 8.
There are no genes suggested to be involved in ethylene synthesis in this region, which may lead to
the discovery of novel genes.
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