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Conprehensive functional analyses of cell-wall proteins of Streptococcus suis

SEKIZAKI, TSUTOMU
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Capsule-negative isolates of Streptococcus suis showed increased level of
adherence to platelets. Using two major clonal complexes of this bacterium, ST1 and ST28, we have
generated knockout mutants of each of 23 cell-wall anchored protein genes. The mutants showed the
same level of biofilm formation, adherence to platelets, adherence to extracellular matrix proteins,

adherence and invasion to cultured cells as the capsule-negative parental bacteria. Comparison
among the draft genome sequences of 21 strains of S. suis, 6 strains of S. parasuis, and 6 strains
of S. ruminantium showed that 51 different cell-wall anchored proteins.
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