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FuRctional analysis of the cohesin complex that mediates sister chromatid
cohesion.

Murayama, Yasuto
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Sister chromatid cohesion, physical connections between newly replicated
chromatids mediated by the cohesin complex is vital for accurate chromosome distribution to daughter
cells during cell division. Cohesin is a ring-shaped multisubunit ATPase assembly that
topologically entraps DNA to mediate sister chromatid cohesion. Using biochemical reconstitution and
yeast genetics, we showed that the loader forms a holo-complex with cohesin on DNA and promotes
topological cohesin loading through its DNA binding activity. This study provides a mechanistic
insight into the initial step of sister chromatid cohesion mediated by cohesin.
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