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A novel sex-determining mechanism in the mammalian species lacking SRY

Kuroiwa, Asato
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To reveal a new sex-determining mechanism of SRY gene-independent, we
analyzed the sex-determining mechanism in an unique mammalian species, Amami spiny rat (Tokudaia
osimensis), which has no Y chromosome and SRY gene. As a result of genome analysis in this species,
a male-specific duplication was identified upstream of the SOX9 gene. An enhancer candidate sequence

capable of functioning as a testis-specific enhancer of SOX9 was identified in the duplication
unit. Genome-editing mice with duplicated enhancer sequences of T. osimensis were produced, and the
expression of sex differentiation-related genes in the fetal gonads and the anatomical analysis of
adult ovaries and testes were performed.
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Unique genome evolution of the Y-absent mammal in genus Tokudaia.
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