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Specific immune responses against tumor antigens in long term survivors of
cancer
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To determine whether the immune response to neoantigens derived from gene
mutations contributes to the long-term survival of lung cancer patients, whole exome sequencing
(WES) and RNA-seq were performed on 113 lung cancer cases. A new tumor immune microenvironmental
score (TIME score) has been developed to evaluate the immune response within the tumor of a lung
cancer patient. In order to identify tumor antigens recognized by enhanced lymphocytes in the case
showing durable responses to immune checkpoint inhibitor (ICl), an antigen identification system was

established that combines the prediction of antigens by artificial intelligence (Al) and the
analysis of tumor-specific T cell receptors (TCRs) by single-cell analysis.
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