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Postgenomic study on postharvest physiology of carnation opened up by ethylene
response factors

HARADA, Taro

3,300,000
ERF
DcERF4 ERE
ERF
MA MAP RNA RNA-Seq MAP
DEG
1

2013

MAP

i In this study, the ethylene response factor (ERF% gene family in carnation
was analyzed with the whole genome information. First, the ERF members that show responses to

ethylene were identified by gene expression analyses. Second, involvement of an ethylene response
element (ERE) in the ethylene induction of DcERF4 was investigated by promoter assays. Third, based
on the knowledge that ERF is an important factor in oxygen sensing mechanism in plant, experimental
systems for modified atmosphere packaging (MAP) of carnation florets were established, and

differentially expressed genes (DEG) during ethylene-dependent petal senescence and during
preservation of florets under MAP were analyzed and compared by RNA-Seq.
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