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Assessing the risk of extinction in marine fish species through the monitoring
of changes in the effective number of breeders

NAKAYAMA, Kouj i
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In contrast to freshwater fishes, marine fishes commonly inhabit
unrestricted habitats, making it difficult to quantitatively evaluate the risk of extinction through
the observation of population declines over time. This could explain the limited progress in
listing endangered species in marine fishes. In this study, we estimated effective number of
breeders for multiple cohorts of several species from Ariake Sea, based on microsatellite DNA and
genome-wide single nucleotide polymorphism analysis. Our objective was to ascertain the feasibility
of assessing the risk of extinction by monitoring changes in the effective number of breeders.
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