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Functional analysis of growth cone by in situ visual proteomics
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Due to the advances in the technology and methodolo?y of cryo-EM, in situ
visual proteomics has been developed to analyze the structure and functional state of intracellular
macromolecular complexes. In this research project, the polysome-like structure was visualized in
neuronal processes derived from plunge frozen primary cultured neuronal cells by the in situ visual
proteomics. Accompanied by the update of cryo-FIB-SEM, the installation of the cryo-liftout method
was carried out to apply to this research project. With a high-pressure frozen mouse sperm cells
specimen, the cryo-liftout method could be installed.
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Cryo electron tomography of cellular specimens

KSBMB International Conference 2021

2021







