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Endogenous degradation signals in proteasome substrate
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The ubiquitin-proteasome system (UPS) is the most important proteolytic
system in eukaryotes, and it has been believed that the selection of target proteins for the
UPS-mediated degradation is performed solely by the ubiquitination system and that ubiquitinated
proteins are recognized and degraded by the proteasome. However, a number of reports have suggested
that the properties of the substrate proteins themselves are also important for substrate
recognition by the proteasome. In this study, we found that the charge of the substrate protein and
the amino acid sequence of the unstructured region have a significant effect on its degradation by
the proteasome.
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