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Analysis of constitutive epimutations of tumor-suppressor genes in normal cells
for breast cancer risk assessment
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In this study, we will identify constitutive EpM markers for breast cancer
in Japanese women using blood DNA specimens of breast cancer cases and blood DNA specimens of
healthy subjects for 11 breast cancer-related genes. From there, we will develop a comprehensive
breast cancer risk assessment method based on germline pathogenic variants and constitutive EpM. We
designed primer-probe sets to detect aberrant hypermethylation in the promoter regions of 11 breast
cancer-related genes. Using NCBI-GEO WBC whole-genome methylation data of nontumor-bearing
individuals and whole-genome methylation data of breast cancer tissues and breast cancer cell lines.

In the promoter region of each gene, regions were selected that were almost unmethylated in
specimens from non-tumor-bearing individuals and that were found to be methylated in breast cancer

cells.
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Estrogen Induces Mammary Ductal Dysplasia via the Upregulation of Myc
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In silico analysis-based identification of the target residue of integrin a6 for
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