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The study of determining the disease pathogenesis and developing the attractive
animal disease model using cynomolgus monkeys with retinitis pigmentosa

Ikeda, Yasuhiro
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In this study, we found a new individual with retinitis pigmentosa (RP)
among the cynomolgus monkey (Macaca fascicularis) pedigreed population at Tsukuba Primate Research
Center, in addition to the two monkeys who were previously discovered. Moreover, we found eight
carriers (2 males and six females). We also performed histopathological examination of the eyes ball

from the monkey (7 years old male) with RP accidentally died. Severe retinal degeneration was
observed and we expected that the disease progression of these monkeys might be fast. Unfortunately,
the whole genome sequencing analysis we performed could not identify the pathogenic mutations in
these monkeys. Now we perform the RNAseq analysis using these eyes to identify the pathogenic
mutations.
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